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Validated, community developed tools

Single base (SNPs)
Inser leletions
Structural

Alignment
Quantitation
Expression

Alignment Annotation
Methods Qu
Coverage

Visualization

https://github.com/chapmanb/bcbio-nextgen
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Structural changes critical in cancer
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Structural variants hard to detect
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Prioritize in previously known regions
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Public cancer variant databases

m CIViC: https://civic.genome.wustl.edu
m IntOGen: http://www.intogen.org

CANCER

http://www.amazon.com/The-Biology-Cancer-Robert-Weinberg/dp/0815340761
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Prioritization — summary

m Structural variants critical but hard

m Use known biological information

m Support community databases

m bcbio.prioritize
https://github.com/chapmanb/bcbio.prioritize

m bcbio
https://github.com/chapmanb/bcbio-nextgen
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